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Name of the Institute/ University Field of study

Quaid-i-Azam University Bioinformatics
International Islamic University Bioinformatics

International Islamic University Bioinformatics

Publications in HEC Recognized journals

S. Title of Paper Name of National/ Publication
No Journal International date
Journal of
Towards novel inhibitors against KdsB: A Biomolecular
1. highly specific and selective broad- Structure International 2018
spectrum bacterial enzyme. and
Dynamics
Role of zinc and magnesium ions in the Joum_al of
2. modulation of phosphoryl transfer in 'é::;?;i? International 2018
protein tyrosine phosphatase 1B. Society
Journal of
3. Molecular dynamlcs_5|rr_111.Iat|on studies of Molec'ular International 2017
novel 3 -lactamase inhibitor. Graphics and
Modeling
Binding free energy based analysis of
Arsenic (+3 Oxidation State) Journal of :
4. . Molecular International 2016
Methyltransferase with S- Liquids
adenosylmethionine.
Binding pattern analysis and structural Journal of
5. insight into the inhibition mechanism of Biomolecular | International 2015
Sterol 24-C methyltransferase by docking Structure



and molecular dynamics approach.

Comparative modeling and virtual
screening for the identification of novel
inhibitors for myo-inositol-1-phosphate
synthase.
Structure and dynamics studies of sterol
24-C-methyltransferase with mechanism
based inactivators for the disruption of
ergosterol biosynthesis.
Identification of unique binding site and
8. molecular docking studies for structurally
diverse Bcl-xL inhibitors.
Pharmacophore model generation for
9. microtubule-stabilizing anti-mitotic agents
(MSAAs) against ovarian cancer.

Paper Presented

Title of Paper

Binding mode analysis of Sterol 24-C
1. methyltransferase by docking and
molecular dynamics simulation.
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Name of book
No
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S. From

and
Dynamics

Molecular
Biology
Reports

Molecular
Biology
Reports

Medicinal
Chemistry
Research

Medicinal
Chemistry
Research

Name of
Conference
247" ACS
meeting and
exposition at
Texas, USA
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1. 2018 @ Present BUITEMS

2. 2017 | 2018 BUITEMS
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Expertise Bioinformatics
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Research Assistant

Molecular modeling and molecular dynamics simulation
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